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<210> 1 

<211> 1923 

<212> DNA 

<213> homo sapiens 

<400> 1 

atgactcata tacttttgct gtactacttg gtgtttcttt tgcccacaga gtcctgtagg 60 

acattgtatc aggctgcaag caaaagcaag gagaaggtgc ctgccaggcc acacggtgta 120 

tgcgatggtg tctgtacaga ctacccccag tgtactcaac cttgccctcc agacactcag 180 

ggaaatatgg ggttttcatg caggcaaaag acatggcaca agatcactga cacctgccag 240 

actcttaatg ccctcaacat ctttgaggag gattcacgtt tggttcagcc atttgaagac 3 00 

aatataaaaa taagtgtata tactggaaag tctgagacca taacagatat gttgctacaa 360 

aagtgtccca cagatctgtc ttgtgtaatt agaaacattc agcagtctcc ctggatacca 420 

ggaaacattg ccgtaattgt gcagctctta cacaacatat caacagcaat atggacaggt 480 

gttgatgagg caaagatgca gagttacagc accatagcca accacattct taacagcaaa 540 

agcatctcca actggacttt cattcctgac agaaacagca gctatatcct gctacattca 600 

gtcaactcct ttgcaagaag gctattcata gataaacatc ctgttgacat atcagatgtc 660 

ttcattcata ctatgggcac caccatatct ggagataaca ttggaaaaaa tttcactttt 720 

tctatgagaa ttaatgatac cagcaatgaa gtcactggga gagtgttgat cagcagagat 780 

gaacttcgga aggtgccttc cccttctcag gtcatcagca ttgcatttcc aactattggg 840 

gctattttgg aagccagtct tttggaaaat gttactgtaa atgggcttgt cctgtctgcc 900 

attttgccca aggaacttaa aagaatctca ctgatttttg aaaagatcag caagtcagag 960 

gagaggagga cacagtgtgt tggctggcac tctgtggaga acagatggga ccagcaggcc 1020 

tgcaaaatga ttcaagaaaa ctcccagcaa gctgtttgca aatgtaggcc aagtgaattg 1080 

tttacctctt tctcaattct tatgtcacct cacatcttag agagtctgat tctgacttac 1140 

atcacatatg taggcctggg catttctatt tgcagcctga tcctttgctt gtccattgag 1200 

gtcctagtct ggagccaagt gacaaagaca gagatcacct atttacgcca tgtgtgcatt 1260 

gttaacattg cagccacttt gctgatggca gatgtgtggt tcattgtggc ttcctttctt 1320 

agtggcccaa taacacacca caagggatgt gtggcagcca cattttttgt tcatttcttt 13 80 

tacctttctg tatttttctg gatgcttgcc aaggcactcc ttatcctcta tggaatcatg 1440 

attgttttcc ataccttgcc caagtcagtc ctggtggcat ctctgttttc agtgggctat 1500 

ggatgccctt tggccattgc tgccatcact gttgctgcca ctgaacctgg caaaggctat 1560 

ctacgacctg agatctgctg gctcaactgg gacatgacca aagccctcct ggccttcgtg 1620 

atcccagctt tggccatcgt ggtagtaaac ctgatcacag tcacactggt gattgtcaag 1680 

acccagcgag ctgccattgg caattccatg ttccaggaag tgagagccat tgtgagaatc 1740 

agcaagaaca tcgccatcct cacaccactt ctgggactga cctggggatt tggagtagcc 1800 

actgtcatcg atgacagatc cctggccttc cacattatct tctccctgct caatgcattc 1860 

caggtaagtc cagatgcttc tgaccaagtg caaagtgaga gaattcatga agatgttctg 1920 

tga 1923 
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<212> DNA 
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<400> 3 

atggggtttt catgcaggca aaagacatgg cacaagatca ctgacacctg ccagactctt 60 

aatgccctca acatctttga ggaggattca cgtttggttc agccatttga agacaatata 12 0 

aaaataagtg tatatactgg aaagtctgag accataacag atatgttgct acaaaagtgt 180 

cccacagatc tgtcttgtgt aattagaaac attcagcagt ctccctggat accaggaaac 240 

attgccgtaa ttgtgcagct cttacacaac atatcaacag caatatggac aggtgttgat 300 

gaggcaaaga tgcagagtta cagcaccata gccaaccaca ttcttaacag caaaagcatc 360 

tccaactgga ctttcattcc tgacagaaac agcagctata tcctgctaca ttcagtcaac 420 

tcctttgcaa gaaggctatt catagataaa catcctgttg acatatcaga tgtcttcatt 480 

catactatgg gcaccaccat atctggagat aacattggaa aaaatttcac tttttctatg 540 

agaattaatg ataccagcaa tgaagtcact gggagagtgt tgatcagcag agatgaactt 600 

cggaaggtgc cttccccttc tcaggtcatc agcattgcat ttccaactat tggggctatt 660 

ttggaagcca gtcttttgga aaatgttact gtaaatgggc ttgtcctgtc tgccattttg 720 

cccaaggaac ttaaaagaat ctcactgatt tttgaaaaga tcagcaagtc agaggagagg 780 

aggacacagt gtgttggctg gcactctgtg gagaacagat gggaccagca ggcctgcaaa 840 

atgattcaag aaaactccca gcaagctgtt tgcaaatgta ggccaagtga attgtttacc 900 

tctttctcaa ttcttatgtc acctcacatc ttagagagtc tgattctgac ttacatcaca 960 

tatgtaggcc tgggcatttc tatttgcagc ctgatccttt gcttgtccat tgaggtccta 1020 

gtctggagcc aagtgacaaa gacagagatc acctatttac gccatgtgtg cattgttaac 1080 

attgcagcca ctttgctgat ggcagatgtg tggttcattg tggcttcctt tcttagtggc 1140 

ccaataacac accacaaggg atgtgtggca gccacatttt ttgttcattt cttttacctt 1200 

tctgtatttt tctggatgct tgccaaggca ctccttatcc tctatggaat catgattgtt 1260 

ttccatacct tgcccaagtc agtcctggtg gcatctctgt tttcagtggg ctatggatgc 1320 

cctttggcca ttgctgccat cactgttgct gccactgaac ctggcaaagg ctatctacga 1380 

cctgagatct gctggctcaa ctgggacatg accaaagccc tcctggcctt cgtgatccca 1440 

gctttggcca tcgtggtagt aaacctgatc acagtcacac tggtgattgt caagacccag 1500 

cgagctgcca ttggcaattc catgttccag gaagtgagag ccattgtgag aatcagcaag 1560 

aacatcgcca tcctcacacc acttctggga ctgacctggg gatttggagt agccactgtc 1620 

atcgatgaca gatccctggc cttccacatt atcttctccc tgctcaatgc attccaggta 1680 

agtccagatg cttctgacca agtgcaaagt gagagaattc atgaagatgt tctgtga 1737 
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He 


Val 


Val 


Val 


Asn 


Leu 


He 


Thr 


Val 


Thr 


Leu 


Val 


He 












485 










490 










495 






Val 


Lys 


Thr 


Gin 


Arg 


Ala 


Ala 


He 


Gly 


Asn 


Ser 


Met 


Phe 


Gin 


Glu 


Val 
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500 505 510 

Arg Ala lie Val Arg lie Ser Lys Asn lie Ala lie Leu Thr Pro Leu 

515 520 525 

Leu Gly Leu Thr Trp Gly Phe Gly Val Ala Thr Val lie Asp Asp Arg 

530 535 540 

Ser Leu Ala Phe His lie lie Phe Ser Leu Leu Asn Ala Phe Gin Val 
545 550 555 560 

Ser Pro Asp Ala Ser Asp Gin Val Gin Ser Glu Arg lie His Glu Asp 
565 570 575 

Val Leu 
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<211> 2166 

<212> DNA 

<213> homo sapiens 



<400> 5 

gaaccatcgc 

tacttcattc 

cttttgctgt 

gctgcaagca 

tgtacagact 

ttttcatgca 

ctcaacatct 

agtgtatata 

gatctgtctt 

gtaattgtgc 

aagatgcaga 

tggactttca 

gcaagaaggc 

atgggcacca 

aatgatacca 

gtgccttccc 

gccagtcttt 

gaacttaaaa 

cagtgtgttg 

caagaaaact 

tcaattctta 

ggcctgggca 

agccaagtga 

gccactttgc 

acacaccaca 

tttttctgga 

accttgccca 

gccattgctg 

atctgctggc 

gccatcgtgg 

gccattggca 

gccatcctca 

gacagatccc 

gatgcttctg 

tgtgacatta 

ataaactttt 

aaaaaa 



gcccggccca 
tttaccagga 
actacttggt 
aaagcaagga 
acccccagtg 
ggcaaaagac 
ttgaggagga 
ctggaaagtc 
gtgtaattag 
agctcttaca 
gttacagcac 
ttcctgacag 
tattcataga 
ccatatctgg 
gcaatgaagt 
cttctcaggt 
tggaaaatgt 
gaatctcact 
gctggcactc 
cccagcaagc 
tgtcacctca 
tttctatttg 
caaagacaga 
tgatggcaga 
agggatgtgt 
tgcttgccaa 
agtcagtcct 
ccatcactgt 
tcaactggga 
tagtaaacct 
attccatgtt 
caccacttct 
tggccttcca 
accaagtgca 
gatttctaca 
gttccagaga 



gaagatgact 
aacaagaaag 
gtttcttttg 
gaaggtgcct 
tactcaacct 
atggcacaag 
ttcacgtttg 
tgagaccata 
aaacattcag 
caacatatca 
catagccaac 
aaacagcagc 
taaacatcct 
agataacatt 
cactgggaga 
catcagcatt 
tactgtaaat 
gatttttgaa 
tgtggagaac 
tgtttgcaaa 
catcttagag 
cagcctgatc 
gatcacctat 
tgtgtggttc 
ggcagccaca 
ggcactcctt 
ggtggcatct 
tgctgccact 
catgaccaaa 
gatcacagtc 
ccaggaagtg 
gggactgacc 
cattatcttc 
aagtgagaga 
taaaagccaa 
tacctggaaa 



tcttgactcc 
tcagctgtgt 
cccacagagt 
gccaggccac 
tgccctccag 
atcactgaca 
gttcagccat 
acagatatgt 
cagtctccct 
acagcaatat 
cacattctta 
tatatcctgc 
gttgacatat 
ggaaaaaatt 
gtgttgatca 
gcatttccaa 
gggcttgtcc 
aagatcagca 
agatgggacc 
tgtaggccaa 
agtctgattc 
ctttgcttgt 
ttacgccatg 
attgtggctt 
ttttttgttc 
atcctctatg 
ctgttttcag 
gaacctggca 
gccctcctgg 
acactggtga 
agagccattg 
tggggatttg 
tccctgctca 
attcatgaag 
tggatttgga 
aaaaaaaaaa 



tctctctccg 
ggaagacaat 
cctgtaggac 
acggtgtatg 
acactcaggg 
cctgccagac 
ttgaagacaa 
tgctacaaaa 
ggataccagg 
ggacaggtgt 
acagcaaaag 
tacattcagt 
cagatgtctt 
tcactttttc 
gcagagatga 
ctattggggc 
tgtctgccat 
agtcagagga 
agcaggcctg 
gtgaattgtt 
tgacttacat 
ccattgaggt 
tgtgcattgt 
cctttcttag 
atttctttta 
gaatcatgat 
tgggctatgg 
aaggctatct 
ccttcgtgat 
ttgtcaagac 
tgagaatcag 
gagtagccac 
atgcattcca 
atgttctgtg 
atagcatatg 
aaaaaaaaaa 



tatctgacac 
gactcatata 
attgtatcag 
cgatggtgtc 
aaatatgggg 
tcttaatgcc 
tataaaaata 
gtgtcccaca 
aaacattgcc 
tgatgaggca 
catctccaac 
caactccttt 
cattcatact 
tatgagaatt 
acttcggaag 
tattttggaa 
tttgcccaag 
gaggaggaca 
caaaatgatt 
tacctctttc 
cacatatgta 
cctagtctgg 
taacattgca 
tggcccaata 
cctttctgta 
tgttttccat 
atgccctttg 
acgacctgag 
cccagctttg 
ccagcgagct 
caagaacatc 
tgtcatcgat 
ggtaagtcca 
attaggtgct 
gagtggggaa 
aaaaaaaaaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2166 
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